Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; R factor = 0.044; wR factor = 0.127; data-to-parameter ratio = 34.6.
Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C1-C6 ring.
D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA C11-H11AÁ Á ÁCg1 i 0.95 2.62 3.5052 (8) 156
Symmetry code: (i) Àx; Ày þ 1; Àz.
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). HKF and TSH thank Universiti Sains Malaysia (USM) for the Research University Grant (1001/PFIZIK/811160). TSH also thanks USM for the award of a research fellowship.
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Comment
Pyrazoles are a novel class of heterocyclic compounds possessing wide variety of application in the agrochemical and pharmaceutical industries. Derivatives of pyrazoles are found to show good antibacterial (Rai et al., 2008) , anti-inflammatory and analgesic (Isloor et al., 2009) activities. In view of these observations and in continuation of our search for biologically active pyrazole derivatives, we herein report the crystal structure of 3-methyl-5-phenoxy-1-phenyl-1H-pyrazole-4-carbaldehyde. Reaction of 5-chloro-3-methyl-1-phenyl-1H-pyrazole-4-carbaldehyde with phenol afforded 5-chloro-3-methyl-1phenyl-1H-pyrazole-4-carbaldehyde (Girisha et al., 2010) .
The asymmetric unit of the title compound is shown in Fig. 1 . The 1H-pyrazole (N1/N2/C7-C9) ring is essentially planar with a maximum deviation of 0.004 (1) Å for atom N1. The central pyrazole ring makes dihedral angles of 73.67 (4) and 45.99 (4)° with the terminal phenyl (C1-C6) and (C10-C15) rings, respectively. The bond lengths (Allen et al., 1987) and angles are within normal ranges and is comparable to a closely related structure (Shahani et al., 2011) .
In the crystal packing ( Fig. 2) , there are no classical hydrogen bonds but stabilization is provided by weak C-H···π (Table 1) interactions, involving the centroid Cg1 of the C1-C6 ring.
Experimental 5-Chloro-3-methyl-1-phenyl-1H-pyrazol-4-carboxaldehyde (0.1 mol) and phenol (0.1 mol) was dissolved in 10 mL of dimethyl sulfoxide. To this solution, 5.6 g (0.1 mol) of potassium hydroxide was added. The reaction mixture was refluxed for 6 hrs and then was cooled to room temperature and poured to crushed ice. The solid product that separated was filtered and dried. It was then recrystallized from ethanol. Crystals suitable for X-ray analysis were obtained from 1:2 mixtures of DMF and ethanol by slow evaporation.
Refinement
All the H atoms were positioned geometrically (C-H = 0.95-0.98 Å) and were refined using a riding model, with U iso (H) =1.2 or 1.5U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.05681 (7) 0.69565 (8) Hydrogen-bond geometry (Å, °) Cg1 is the centroid of the C1-C6 ring. 
